Key indicators: single-crystal X-ray study; T = 293 K; mean (C-C) = 0.005 Å; R factor = 0.055; wR factor = 0.210; data-to-parameter ratio = 19.4.
In the title compound, C 22 H 23 Cl 2 NO 4 , the piperidine ring adopts a distorted boat conformation. The methoxy groups lie in the plane of the benzene rings to which they are attached. The benzene rings are oriented at angles of 84.3 (1) and 76.8 (1) with respect to the best plane through the piperidine ring. The crystal packing is stabilized by intermolecular C-HÁ Á ÁO interactions.
Related literature
For general background to piperidine derivatives, see: Perumal et al. (2001) ; Dimmock et al. (2001) . For asymmetry parameters, see: Nardelli (1983) . For puckering parameters, see: Cremer & Pople (1975) . For hydrogen-bond motifs, see: Bernstein et al. (1995) . 
Data collection
Bruker SMART APEXII areadetector diffractometer Absorption correction: multi-scan (SADABS; Bruker, 2008) T min = 0.919, T max = 0.926 17272 measured reflections 5140 independent reflections 2632 reflections with I > 2(I) R int = 0.050 Refinement R[F 2 > 2(F 2 )] = 0.055 wR(F 2 ) = 0.210 S = 1.05 5140 reflections 265 parameters H-atom parameters constrained Á max = 0.37 e Å À3 Á min = À0.34 e Å À3 Table 1 Hydrogen-bond geometry (Å , ). Data collection: APEX2 (Bruker, 2008) ; cell refinement: SAINT (Bruker, 2008) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 (Farrugia, 1997) ; software used to prepare material for publication: SHELXL97 and PLATON (Spek, 2009). KR thanks the GNR X-ray Facility, CAS in Crystallography and Biophysics, University of Madras, India, for the data collection and the management of Kandaswami Kandar's College, Velur, Namakkal, TN, India, for the encouragement to pursue the programme.
activity (Perumal et al. (2001) ; Dimmock et al., 2001) . The crystallographic study of the title compound has been carried out to establish the molecular structure
The ORTEP diagram of the title compound is shown in Fig.1 . The piperidine ring in the molecule adopts a distorted boat conformation with the puckering parameters (Cremer & Pople, 1975) and the asymmetry parameters (Nardelli, 1983) The crystal packing is stabilized by C-H···O types of intra and intermolecular interactions, which link the molecules into a chain extending along the c axis. Atoms C6, C18 and C4 of the molecule at (x, y, z) donate a proton to trifurcated acceptor atom O1 of the molecule at (x, 1/2 -y, -1/2 + z). Intermolecular interactions C6-H6···O1 and C18-H18···O1 form C5 & C7 zigzag chains (Bernstein et al., 1995) , whereas the other interaction C8-H8···O1 forms a C4 one-dimensional chain, running along the c axis, as shown in Fig. 2 .
Experimental
To a solution of r-2,c-6-bis(4-methoxyphenyl)-t-3-methylpiperidin-4-one (1.625 g) in anhydrous benzene (60 ml) was added triethylamine (2.1 ml) and dichloroacetylchloride (1.42 ml). The reaction mixture was allowed to stirr at room teperature for 2hrs. The resulting solution was washed with sodium bicarbonate solution (10%) and water. The organic layer was dried over anhydrous sodium sulfate, evaporated and crystallized from benzene: pet-ether (60-80°C) in the ratio of 9:1.
Refinement
H atoms were positioned geometrically (C-H=0.93-0.98 Å) and allowed to ride on their parent atoms, with 1.5U eq (C) for methyl H and 1.2 U eq (C) for other H atoms. 1-Dichloroacetyl-r-2,c-6-bis(4-methoxyphenyl)-t-3-methylpiperidin-4-one 
